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Supplementary Figures
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Figure S1: Top drugs found repeatedly over oncogene-cancer type pairs. Number of times each drug is
found significantly in one of the OncoStratifier categories across oncogenes and cancer types. Only the top 40
drugs are shown.
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Figure S2: Drug response of cancer cell lines to stratifying drugs found in UBR5 addiction in colorectal
carcinoma divided by UBRS addicted and UBR5 -WT cohorts.
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Figure S3: Drug response of cancer cell lines to stratifying drugs found in FLT3 addiction in acute myeloid
leukemia divided by FLT3 addicted and FLT3 -WT cohorts.
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Figure S4: Drug response of cancer cell lines to stratifying drugs found in NRAS addiction in non-small cell lung
carcinoma divided by NRAS addicted and NRAS -WT cohorts.
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Figure S5: Additional Mutational Markers for Stratifying Drugs. Distribution of the cancer cell line drug
response grouped by oncogene-WT, oncogene-Mut & marker-WT, and oncogene-Mut & marker-Mut for the drugs
that are found as stratifying in acute myeloid leukemia, b-cell non-hodgkin leukemia, breast carcinoma,
esophageal squamous cell carcinoma, gastric carcinoma, glioblastoma, and melanoma. LN(IC50) scores are
used as drug response. The target of each drug is pointed out in the parentheses. We tested the significance of
response change in oncogene-Mut & marker-WT and oncogene-Mut & marker-Mut groups against the oncogene-
WT group using Fisher’s exact test (corrected by the Benjamini-Hochberg (1) procedure).



LN(IC50)

LN(IC50)

LN(IC50)

LN(IC50)

Colorectal Carcinoma
Oncogene: GNAS
Drug: Mirin (MRE11)
Marker: FXR1

Colorectal Carcinoma
Oncogene: JAK3

Drug: AZD7969 (GSK3B)
Marker: MAP2K1

10+ P: 6.65e-04 74 P:3.82e-01
94 P: 4.75e-02 6 P: 6.78e-04
8+ . 5 :o )
. L
7 .
.. L]
° ° o
\d
s < %
. . L
g0 1 : o
L] L]
1 T .T T T T
GNAS-WT  GNAS-Mut ~ GNAS-Mut JAK3-WT JAK3-Mut JAK3-Mut
FXR1-WT FXR1-Mut MAP2K1-WT MAP2K1-Mut

Colorectal Carcinoma
Oncogene: MTOR
Drug: Mirin (MRE11)
Marker: FXR1

Colorectal Carcinoma
Oncogene: MYBL1
Drug: AZD7969 (GSK3B)
Marker: MAP2K1

10 P: 1.35e-03 74 P: 1.78e-01
94 P: 5.42e-02 6 P: 5.23e-04
L]
8_ 5+ '..
<
e [ 4 %
.. )
() L]
o0 ]
L] ':‘ ° ::
. é. 0.5
:.oo 14 e o
° %
S T .T T T T
MTOR-WT  MTOR-Mut ~ MTOR-Mut MYBL1-WT ~ MYBL1-Mut ~ MYBL1-Mut
FXR1-WT FXR1-Mut MAP2K1-WT MAP2K1-Mut

Colorectal Carcinoma
Oncogene: NUP98

Drug: HG-5-88-01 (TAK1, M4K2)
Marker: PIK3CA

7
P: 2.48e-01
6
P: 2.58e-04
54 o H
.
.
%
.
.
oge®
.
1 L]
T T T
NUP98-WT  NUP98-Mut  NUP98-Mut

PIK3CA-WT  PIK3CA-Mut

Colorectal Carcinoma
Oncogene: UBR5
Drug: Mirin (MRE11)
Marker: FXR1

Colorectal Carcinoma
Oncogene: NUP98

Drug: HG-5-88-01 (TAK1, M4K2)
Marker: PTEN

7

P: 2.22e-01
6
P:9.18e-03
51 © .
°
%
.
°
Q00
°
oo
.
1 °

T T
NUP98-Mut  NUP98-Mut
PTEN-WT PTEN-Mut

T
NUP98-WT

Colorectal Carcinoma
Oncogene: WWP1
Drug: Mirin (MRE11)
Marker: FXR1

104 P: 8.11e-05 10 P: 6.30e-05
9 P: 4.89e-01 91 P: 3.25e-03
L]
8- . 8-
.. ™~ . .
% %
6 9o [N @ e .
51 o * .
“[%ee® . .
- < ')
4 :ﬁ. :..o
e o
3 T T T 3 T T T
UBR5-WT UBR5-Mut UBR5-Mut WWP1-WT  WWP1-Mut  WWP1-Mut
FXR1-WT FXR1-Mut FXR1-WT FXR1-Mut
Group Group

Colorectal Carcinoma
Oncogene: KSR2
Drug: Mirin (MRE11)
Marker: FXR1

10 P:7.24e-04
9 P: 3.42e-01
.
8]

e
:
2
2
o
T T T
KSR2-WT KSR2-Mut KSR2-Mut
FXR1-WT FXR1-Mut

Colorectal Carcinoma
Oncogene: NTRK3
Drug: Mirin (MRE11)
Marker: FXR1

Colorectal Carcinoma
Oncogene: MECOM
Drug: Mirin (MRE11)
Marker: FXR1

10 P: 5.85e-04
91 P: 1.94e-01
L]
8_
™.,
%
° L]
o
oo o®
% <
4 :.':-
e
Ly . T
MECOM-WT MECOM-Mut MECOM-Mut
FXR1-WT FXR1-Mut

Colorectal Carcinoma
Oncogene: NUP98

Drug: HG-5-88-01 (TAK1, M4K2)
Marker: CNOT1

7_
104 P: 6.68e-05 P: 2.48e-01
o [P298e-01 &
Fe9oe Ot P: 2.58¢-04
8 54 ¢ H
L]
4 ° o
: ° L]
. o
. L
o o 3 .:' oo
Ly o0
o2’ 24
i,
Y L]
3 T T .T " T T T
NTRK3-WT  NTRK3-Mut NTRK3-Mut NUP98-WT  NUP98-Mut  NUP98-Mut
FXR1-WT FXR1-Mut CNOT1-WT CNOT1-Mut
Colorectal Carcinoma Colorectal Carcinoma
Oncogene: ROS1 Oncogene: ROS1
Drug: 123829 (nan) Drug: Mirin (MRE11)
Marker: NF1 Marker: NF1
74 P: 7.06e-05 104 P: 6.37e-04
6-1 P: 1.87e-01 9 P:9.51e-02
L]
57 . L] 84
44 e 7
° 4
34 ¢ - ° .: [
L] —
N o’ - . 6 .:. °
° & 0e®® %
N ° [ L] 5+ [ 3 0
<& ¥ s
o o ] 44 © og00
og° °
-1 T T T 3 T T .T
ROS1-WT ROS1-Mut ROS1-Mut ROS1-WT ROS1-Mut ROS1-Mut
NF1-WT NF1-Mut NF1-WT NF1-Mut
Group

Colorectal Carcinoma
Oncogene: WWP1
Drug: Mirin (MRE11)
Marker: PIK3CA

10 P: 6.30e-05
9 P: 3.25e-03
.
8]
74

Group

T T
WWP1-Mut = WWP1-Mut
PIK3CA-WT PIK3CA-Mut

Cancer cell lines

® Resistant (Non-respondent)

® Sensitive (Respondent)

Figure S6: Additional mutational markers for stratifying drugs in colorectal carcinoma. Distribution of the
cancer cell line drug response grouped by oncogene-WT, oncogene-Mut & marker-WT, and oncogene-Mut &
marker-Mut for the drugs that are found as stratifying in colorectal carcinoma. LN(IC50) scores are used as drug
response. The target of each drug is pointed out in the parentheses. We tested the significance of response
change in oncogene-Mut & marker-WT and oncogene-Mut & marker-Mut groups against the oncogene-WT group
using Fisher’s exact test (corrected by the Benjamini-Hochberg (1) procedure).
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Figure S7: Additional mutational markers for stratifying drugs in lung carcinoma. Distribution of the cancer
cell line drug response grouped by oncogene-WT, oncogene-Mut & marker-WT, and oncogene-Mut & marker-Mut
for the drugs that are found as stratifying in lung carcinoma. LN(IC50) scores are used as drug response. The
target of each drug is pointed out in the parentheses. We tested the significance of response change in
oncogene-Mut & marker-WT and oncogene-Mut & marker-Mut groups against the oncogene-WT group using
Fisher’s exact test (corrected by the Benjamini-Hochberg (1) procedure).
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Figure S8: Additional mutational markers for stratifying drugs in ovarian carcinoma. Distribution of the
cancer cell line drug response grouped by oncogene-WT, oncogene-Mut & marker-WT, and oncogene-Mut &
marker-Mut for the drugs that are found as stratifying in ovarian carcinoma. LN(IC50) scores are used as drug
response. The target of each drug is pointed out in the parentheses. We tested the significance of response
change in oncogene-Mut & marker-WT and oncogene-Mut & marker-Mut groups against the oncogene-WT group
using Fisher’s exact test (corrected by the Benjamini-Hochberg (1) procedure).
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Figure S9: KRAS-addicted colorectal patients stratified by mutational marker and their respective DGEs.
Differentially Expressed Genes’ expression between oncogene addicted patients where marker gene is mutated
or WT. Expression values are standardized. Middle column shows the enriched GO Terms and right column

shows enriched hallmarks for each set of DGEs.
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